The aromatic rings of the title compound, C 13 H 10 O 3 ÁH 2 O, are aligned at dihedral angles of 20.6 (1) and 40.8 (1) with respect to the triangular C aryl -C( O)-C aryl fragment. The hydroxy groups are each hydrogen-bond donors to separate water molecules, the water molecule itself being hydrogen-bonded to one hydroxy group and one carbonyl group. The water molecule exists in an unusual four-coordinate environment in the resulting layer structure.
Related literature
For the crystal structure of anhydrous 4,4 0 -dihydroxybenzophenone, see : Ferguson & Glidewell (1996) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010 (Ferguson & Glidewell, 1996) . The monohydrated title compound C 13 H 10 O 3 . H 2 O (Scheme I, Fig. 1 ) also adopts a hydrogen-bonded sheet motif. The aromatic rings are aligned at 20.6 (1) and 40.8 (1) ° with respect to the triangular-shaped
The hydroxy groups are each hydrogen-bond donors to separate water molecules which also act as hydrogen-bond donors to an hydroxy group and a carbonyl group (Table 1) . There are no hydroxy···carbonyl interactions, unlike those found in the anhydrous compound. The water molecule exists in an unusual four-coordinate environment in the resulting two-dimensional layer structure (Fig. 2) .
Anhydrous 4,4'-dihydroxybenzophenone (0.25 mmol, 0.054 g) and boric acid (0.50 mmol, 0.031 g) were dissolved in a water-ethanol mixture (50 ml/100 ml v/v). Trimethylamine (33% aqueous solution) was added until the solution registered a neutral pH. The mixture was then set aside for a few days after which yellow crystal blocks of the title compound were isolated.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H = 0.93 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2U eq (C). The hydroxy and water H-atoms were located in a difference Fourier map, and were included in the refinement with a distance restraint of O-H = 0.84±0.01 Å and with their isotropic displacement parameters refined. Figures   Fig. 1 . Thermal ellipsoid plot (Barbour, 2001) Symmetry codes: (i) −x, −y+1, −z+1; (ii) −x+1, y−1/2, −z+1/2; (iii) x, y+1, z.
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